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MAD1 Antibody
Rabbit Polyclonal Antibody
Catalog # ABV10584

Specification

MAD1 Antibody - Product Information

Application WB, IP

Primary Accession Q9Y6D9

Reactivity Human, Mouse

Host Rabbit

Clonality Polyclonal

Isotype Rabbit IgG

Calculated MW 83067

MAD1 Antibody - Additional Information

Gene ID 8379

Application & Usage Western blotting (1:500 - 1:2000) and

Immunoprecipitation. HelLa cell lysate can
be used as a positive control. However, the
optimal concentrations should be
determined individually. The antibody
recognizes the MAD1 of human and mouse
origins. Reactivity to other species has not
been tested.

Other Names

MAD1, MAD-1, MADL1, HsMAD1, Mitotic arrest deficient-like 1, PIG9, p53 inducible protein 9,

TP5319, tumor protein p53 inducible protein 9, TXBP181, Tax binding protein-181

Target/Specificity
MAD1

Antibody Form
Liquid
Appearance
Colorless liquid

Formulation
100 ul affinity purified rabbit polyclonal antibody in phosphate-buffered saline (PBS) containing
30% glycerol, 1% BSA and 0.02% thimerosal.

Handling
The antibody solution should be gently mixed before use.

Reconstitution & Storage
-20 °C

Background Descriptions
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Precautions
MAD1 Antibody is for research use only and not for use in diagnostic or therapeutic procedures.

MAD1 Antibody - Protein Information

Name MADI1L1
Synonyms MAD1, TXBP181

Function

Component of the spindle-assembly checkpoint that prevents the onset of anaphase until all
chromosomes are properly aligned at the metaphase plate (PubMed:<a
href="http://www.uniprot.org/citations/10049595" target="_blank">10049595</a>, PubMed:<a
href="http://www.uniprot.org/citations/20133940" target="_blank">20133940</a>, PubMed:<a
href="http://www.uniprot.org/citations/29162720" target="_blank">29162720</a>). Forms a
heterotetrameric complex with the closed conformation form of MAD2L1 (C-MAD2) at unattached
kinetochores during prometaphase, recruits an open conformation of MAD2L1 (O-MAD2) and
promotes the conversion of O-MAD2 to C-MAD2, which ensures mitotic checkpoint signaling
(PubMed:<a href="http://www.uniprot.org/citations/29162720" target="_blank">29162720</a>).

Cellular Location

Nucleus. Chromosome, centromere, kinetochore. Nucleus envelope Cytoplasm, cytoskeleton,
microtubule organizing center, centrosome. Cytoplasm, cytoskeleton, spindle. Cytoplasm,
cytoskeleton, spindle pole. Note=Co- localizes with TPR at the nucleus envelope during interphase
and throughout the cell cycle (PubMed:22351768, PubMed:18981471). From the beginning to the
end of mitosis, it is seen to move from a diffusely nuclear distribution to the centrosome, to the
spindle midzone and finally to the midbody (PubMed:9546394). Localizes to kinetochores during
prometaphase (PubMed:22351768, PubMed:29162720). Does not localize to kinetochores during
metaphase (PubMed:29162720) Colocalizes with NEK2 at the kinetochore (PubMed:14978040).
Colocalizes with IK at spindle poles during metaphase and anaphase (PubMed:22351768).

Tissue Location
[Isoform 1]: Expressed in hepatocellular carcinomas and hepatoma cell lines (at protein level)

MAD1 Antibody - Protocols
Provided below are standard protocols that you may find useful for product applications.

» Western Blot
* Blocking Peptides
e Dot Blot
¢ Immunohistochemistry
Immunofluorescence
e Immunoprecipitation
Flow Cytomety
* Cell Culture
MAD1 Antibody - Images

MAD1 Antibody - Background

L]

Cell cycle progression is subject to arrest at the mitotic spindle assembly checkpoint in response to
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incorrect spindle fiber assembly. MAD1 and MAD?2 (for mitotic arrest-deficient 1 and 2) are
components of the mitotic spindle checkpoint. Incorrect spindle assembly in normal cells leads to
mitotic arrest. MAD1 prevents the onset of anaphase until all chromosomes are aligned correctly at
the metaphase plate and is crucial for anchoring MAD2L1 to the nuclear periphery. It also plays an
important role in septum positioning. MAD1 can form a homo-dimer, but may also form a
heterodimer with MAD2 to form the tetrameric MAD1L1-MAD2L1 core complex. MAD1 localizes
primarily to the nucleus, but during mitosis, it moves from a nuclear distribution to the centrosome,
to the spindle midzone and then on to the midbody. MAD1 activity is induced by BUB1 and the
protein is hyperphosphorylated after mitotic spindle damage and/or in late S through M phase.
Defects in the gene encoding for MAD1, MAD1L1, play a major role in the development and
progression of various cancer types.

Page 3/3


http://www.tcpdf.org

